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Prognosis assesment by quantitative RT-PCR analysis of chimeric |
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: The chimeric Ig—BCL6 transcripts found in normal human tonsil and

spleen cells. The appearance of Ig/BCL6 chromosomal translocations was associated with
the cells expressing germinal center B cell. This study showed higher grade of malignant
lymphoma express much quantity of Ig/BCL6 transcripts.
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