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To investigate the presence of tumor suppressor gene (TSG) at 1p36 chromosomal region,
T have analyzed loss of heterozygosity (LOH) in oral squamous cell carcinoma (0SCC). As
a result of this study three frequently deleted regions that harbor some potential TSG
involved in OSCC carcinogenesis were identified. I focused on RIZ gene which existed in
the most highest deletion region, and have done genetic analysis. Two polymorphisms of
RIZ gene have been found in OSCC.
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