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W R OMEEE (33C) : [Purpose] We analyzed genomic copy number abnormality on all
genomes in the squamous cell carcinoma of the tongue using Affymetrix GeneChip® Mapping
10K Array in this study and tried the identification of the new metastasis connection
gene of the squamous cell carcinoma of the tongue. [Materials and a method] We used 20
squamous cell carcinoma of the tongue cases. We analyzed a metastasis to regional lymph
node—positive case (pN(+)) 3 cases and a negative case (pN(-)) 2 cases by GeneChip® Mapping
10K Array for histopathology and detected genome copy number abnormality we were common
to a pN(+) case as compared with a pN(-) case, and to be found and listed the metastasis
connection gene candidates who were present in theatrical company rank. Furthermore, we
inspected the mRNA manifestation situation of the candidate gene by quantitative
Real-time PCR. [Results] In the region that we were common to a pN(+) case, and a genomic
copy number increased, 16 regions, region that decreased were 32 regions. We listed 75
existing candidate genes on these regions. A ZDHHC14 gene did locus in the one 6g25. 3
region of the region that a copy number specifically increased for a pN(+) case. As a
result of having assayed the mRNA expression level of the gene, high—frequency
manifestation sthenia was found (40% of 8/20 cases). Furthermore, the mRNA manifestation
sthenia was significantly found in a pN(+) case (P =0.019). [Conclusions] These results
suggested the possibility that ZDHHC14 was a new metastasis of the squamous cell carcinoma
of the tongue-related gene.
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