#e=t C-19
HEREMEEWRRRBREE

VR 2 246 4 1 AEILE

MEEE : HEFHAR (R4—FrT7 v )

B2 EARI - 2008 ~2009

ZEES: 20880034

MZEEEL (X)) A—vRJd770—FICLPHERBTFOKE - BFEZ2FFT—(1CT DERE
MZER O fiEBH

HZERER (EX) Molecular genetic basis of weed seed dormancy and germination

MERERE

SR ZE (IMAIZUMI  TOSHIYUKI)

(Jh) EUIHEAE - DREW - HENA X424 T - LEHBRHAEF—L - ZHHAEE
MEEEE:. 10509235

WFFERE R OME (Fi0) « 77 vV U R(ABA) & VXL Y (GA)E, Tl DOIRIR0FE 3 4 g4
LEEREMHANLE L THD, 25X (Monochoria vaginalis) T+ DIKIRINEE & FEFF DN
ERLVECBOBRE 575, ABA & GA, % LT ABA DRHIFEY O o F XFEFHh oA E
FFICERTHHEEWN Lz, ZOTFEEAOT, KRIRREEERR O ABA O ARNIEMEILRRE & 4
E LT, £ LT, WA ABA &I OBEHIEEL I O 5790, ABA OAERKRE L ORNE
PAVICEE G54 2 Bl DO EHZ R E LT,

WFFERE SR OMEEE  (3£37) @ Abscisic acid (ABA) and gibberellins (GAs) are well known to be
involved in dormancy and germination control. To determine the molecular mechanism of
seed dormancy in Monochoria vaginalis, a simultaneous analysis of ABA, GA and
metabolites of ABA was established. We revealed a pathway of ABA catabolism playing a
predominant role in seed dormancy of M. vaginalis using this method. NCED genes and

ABA-GT genes which confer ABA biosynthesis or catabolism were isolated.
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