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This research is based on a unique technology developed by the lead

principal investigator’ s group in 2018, termed as Intelligent Image-Activated Cell Sorting (ilACS).
The study aims to develop an efficient “ Intelligent Directed Evolution Method” , with the goal of
creating super yeast showing specific morphological characteristics. In this research, we have
performed technology improvements of the cell sorting method, separation and sequencing of actual
yeast cells, and practical applications such as beer brewing using separated cells. Through these
efforts, we were able to build foundational technology for the directed evolution method of yeast
using 1IACS, and conduct technical verifications in an application aligned with the possible future
social implementation of the technique. These results allowed us to demonstrate both the efficacy
and the extensibility of the Intelligent Directed Evolution Method in the creation of super yeast.
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