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In this study, we aimed to elucidate the functions of long non-coding RNAs
(IncRNAs) from the perspective of repeat elements. As a methodological development, we developed a
novel repeat identification tool called REPrise. In our research on uncovering the functions of
repeats, we discovered repeat elements involved in brain cell-specific expression. Furthermore, we
clarified the interactions between repeat elements and RNA-binding proteins, as well as their
involvement in R-loop formation. These findings suggest that repeat elements play crucial roles in
the regulation of IncRNA expression and function.
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