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House dust were collected in living and bedrooms in 148 homes and air
sampling in 50 homes from 2020 to 2022. House dust in washing area were also collected in some
houses. In addition, the questionnaire regarding the type of residence, housing outline, living
environment, lifestyle, allergies, etc. was administered, and the correlation with ET concentrations

were examined. Overall, ET concentrations were higher with pets (11,438 EU/g) than without pets (9,
567 EU/Q), and the mean concentration was higher in autumn and winter than in summer.

The bacterial genera were identified by analyzing the suspended bacterial flora in the common area
of the elderly facilities during winter and summer, and alpha diversity was also examined.
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