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Development of prenylated peptides interacting with intracellular targets
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The aim of this project was to establish a system for the development of
artificial prenylated peptides with desiredjbinding ability by utilizing prenyl modifications found
in natural product peptides. Specifically, more than 25 putative peptide prenyltransferases have
been identified, and among these, we succeeded in discovering and identifying five new groups of
prenyltransferases that perform unprecedented modes of prenylation (Goal A), and in constructing
more diverse artificial prenylated residues through prenylation of artificial amino acid derivatives
(Goal B). Furthermore, we established an in vitro selection system for artificial PMPs ligands
using these prenylating enzymes (Goal C) and succeeded in developing artificial prenylated peptide
agents that inhibit specific target proteins and can internalize into cells (Goal D).
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