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Development of breeding materials for reducing aluminum content in tea leaves by
genome-wide association analysis
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In this study, to understand the fundamental mechanisms controlling the
aluminum (Al) content in tea leaves, we conducted a thorough investigation into the relationship
between Al content in tea leaves and various tea genetic resources. Using statistical genetic
methods, we attempt to identify important factors associated with low Al tea. We performed SNPs
genotyping using ddRAD-seq and successfully constructed high-density DNA marker information. Using
this SNPs information, we established a research platforms for genomic studies in tea plant.
Furthermore, through detailed physiological assays, we discovered that the Al content in tea leaves
is likely regulated by the binding capacity of Al in the cell wall, which may serve as the
rate-limiting factor.
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