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Elucidation of the gene expression profile of bifidobacteria in the gut
microbiota: development of selective recovery method
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Molecular mechanisms of how bifidobacteria survive in the intestine are not
fully understood especially in the presence of the gut microbiota. To clarify the mechanisms, we
tried to establish an experimental system to collect Bifidobacterium longum administered into the
conventional mouse intestine selectively to obtain its gene expression profiles in the presence of
gut microbiota. Four kinds of B. longum strains expressing different peptide tags on the cell
surface were constructed as a fusion with the surface-presenting protein. After verifying the tag
expression and surface presentation, we established an optimum collection method in vitro using the
Strep-tagll. In addition, the tag-expressing strain was successfully recovered from the artificial
gut microbiota using the established collection method.
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