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The yeast Saccharomyces cerevisiae used in fermentation undergoes a major

metabolic shift between “ fermentation” and “ aerobic respiration” depending on the type of carbon
source. During the transition from aerobic respiration to fermentation, glucose inactivates the
glycolytic pathway. In addition to metabolic enzymes, lactate transporters, acetate transporters,
and succinate-fumarate transporters are newly found to be inactivated. Furthermore, amino acid
residues required for endocytosis of Gal2 (galactose transporter) and Hxt6 (high-affinity glucose
transporter), which are inactivated in response to glucose stimulation, were identified. The role of
SNARE protein Ykt6 in the biogenesis of vacuoles responsible for degradation of membrane
transporters was clarified.
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