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Elucidation of survival strategy of yeast by comprehensive analysis of genes
preferentially expressed under translational repression stress.
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Severe stress, such as high ethanol concentration and glucose depletion,
suppresses the translational activity of yeast cells, and most mRNAs are sequestered in stress
granules and processing bodies without being translated. On the other hand, mRNAs that are crucial
for coping with the emergency situation of severe stress are exceptionally and preferentially
translated and play an important role in adaptation to severe stress and survival. We have succeeded

in identifying a number of genes that are preferentially translated and expressed under high
ethanol stress and have proceeded to analyze their functions. Some of them were Protein Quality
Control (PQC)-related factors that cope with protein denaturation induced by severe ethanol stress.
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