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This study investigated the role of microRNA-mediated gene silencing in gut
microbiota regulation of intestinal immunity. Comparison between germ-free and specific
pathogen-free mice suggested that the presence of gut microbiota increases the expression of miR-200

family members in large intestinal lamina propria leukocytes, resulting in suppression of BCL11B
and ETS-1, transcription factors that promote IL-2 expression, leading to decreased IL-2 production.
Analysis of mice fed 1-kestose, a non-digestible oligosaccharide, also suggested that 1-kestose
alters microRNA expression in large intestinal lamina propria leukocytes and that these changes are
mediated at least in part by bifidobacteria in the gut.
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Biochem Biophys Res Commun), %Dk, ZDX 5 REZRIET 227 YV VY — 2% T
LA IBE T 2RICIBN T, EEE LAY THEOBRUC X 2 lBNME R OZE(RICE b7 o
TRIGIZE T HHEEE A HMmER (lamina propria leukocyte, LPL) ¢ microRNA

(miRNA) 7'a 7 7 A NPT 2 2 L 2BMERICEY RH L, £ LT, 2O
% —#£D miRNA OHC, miR-141 3 X ' miR-200a 1%, ZRMEMILIEOREIZH 595 T #H
Jas31b % 4814 %5 miRNA (Naghavian et al 2015 PLoS One) X644 —EH T 55D TH
ol b Z Lt TmiIRNAIZ K D8R A Lo oo 7 &g Lic T il b o g,
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ARFZECIE, TmiRNA I X BBETYA Lo 750 L TS b oFENL. BN
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A LM A Y THEIC K> TR LPL TIN5 miRNA OFEREIE 728783 5 DI HeNT
B BN 3 OIFEN KB LPL 2B 1T % miRNA 1 X X mRNA OFRENZ MIAF T2 %2 it
L7z, 77206, HE (germ free, GF) 3L UNl% (specific pathogen free, SPF) @
BALB/c v A (A A, T ST TCRBEMHL, $%d3 25X 51 LPL #7708 L
T miRNA 35 X O mRNA ORBLAZfENT L=, RIZ, C5TBL/6J v~ A (A A, 6 ) ZiEH
filtt (AIN-93G) THEH L. KEKDDWVIFEHMEA Y ThEL LT 1-7 2 h—2% 4% (w/v)
D XM LTZKEK (ZENZFH KES-BL O KESH) OWiiaz HHERSE, 2
MIfE L7z, Tk, Ak L7z X 5 I S CAM LPLIZH 1T 5 miRNA OFHL 2 fighr L
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FWrhr @ qPCR (2L W #EE L7= (Tatsuoka et al 2022 BrJ Nutr), = HIZHIOFEERT,
C57BL/6J ~ 7 A (F A, 7ifln) ZFEHEE (AIN-93G) THIH L. EELBLRENZ~Y T R
DRGNS 538 U 7= Bifidobacterium pseudolongum (Sasajima et al. 2010 BrJ Nutr) % 1&
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B D X S4B L7 KB LPL %2 96 7 = /L7 L— MIFERE L. 10% 7 08 i iEEsmn
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(2) 7 A b—=2OEEIIKRE LPL I8\ T miR-200 7 7 2V —B XU miR-192/215 7 7 3V
—DORBEEMSE, ©7 4 AAERZNIZEHST D

HHALMEA Y TS LT 17 A b= %2~ U XCERAE S, K LPL 2351 %5 miRNA
EET 0T 7 ANEPASIL 25, THERRL 2V U AL T miR-200 7 7 3 V=0
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