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Protein functions are regulated by a variety of post-translational
modification: however, histidine methylation remains largely unclear. In this study, we investigated
the regulatory mechanism of molecular function and physiological role of METTL9 that we have newly
identified as histidine methyltransferase. Unexpectedly, we found that METTLY is a target of

N-linked glycosylation and thereby secreted to extracellular space.
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