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Basic research for the development of good-tasting and sake-suitable rice
varieties with nitrogen fertilization tolerance through leaf senescence

suppression

Kusaba, Makoto
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In rice, the suppression of leaf senescence can inhibit the translocation of

amino acids to the grains, which is thought to contribute to the improvement of taste and the
quality of sake rice under sufficient nitrogen fertilization. We created a strain that multiplies
the destruction of five senescence-inducing NAC transcription factors, which are believed to play a
crucial role in the regulation of senescence, using the CRISPR-Cas9 system. Among them, it was found
that disrupting NBL1 causes a kind of male sterility, so we created strains in which the remaining
four were disrupted, but no obvious senescence suppression was observed. In addition, we tried
isolating the causative gene of the delayed leaf senescence mutant dye3, which was created by a
chemical mutagen, by positional cloning using the MutMap method. The candidate for the causative
gene has been narrowed down to one, but it will be necessary to prove it by complementation
experiments in the future.
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