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In this study, we have identified two soybean genes (Glyma.04G054100 and
Glyma.20G201400) that play a role in producing furan fatty acids from four low furan fatty acid
soybean mutants. We also found that one of the genes (Glyma.20G201400) encodes a fusion enzyme that
can catalyze a reaction typically requiring two different enzymes in the cyanobacterial pathway.
When we over-expressed these genes using a hairy root system, we observed that they could synthesize
furan fatty acids independently, but their co-expression had a synergistic effect. Interestingly,
the soybean lines carrying the low furan fatty acid mutant gene did not experience any negative
effect on their growth or yield, and we could not observe any unpleased odor when that soybean oil

was exposed to light.
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