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Leaf mould, caused by Cladosporium fulvum (syn. Fulvia fulva), is a
devastating fungal disease of tomato plants, which results in severe defoliation and yield losses
under humid glasshouse. During infection, F. fulva secretes an arsenal of effector proteins to
promote host colonisation and disease. Breeders have introduced Cf resistance genes, which encode
receptor-like proteins with extracytoplasmic leucine-rich repeats, into commercial tomato cultivars.

Tomato Cf gene encoded receptor-like proteins recognize corresponding effector proteins of C.
fulvum and trigger a hypersensitive response that inhibits the growth of the biotrophic pathogen and
preventing its spread. We hypothesised that the effector proteins secreted by pathogens function
not only against plants but also against other microorganisms. In this study, we focused on the
effectors of C. fulvum and the secreted proteins of the mycoparasite Hansfordia pulvinata, which
specifically parasiteze C. fulvum.
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