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The molecular basis of the recognition of nematodes by plants
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This study revealed that the peptide containing the substrate-binding site
of Oligosaccharide degrading enzyme from nematodes can induce immunity as MAMP (microbe-associated
molecular patterns) in Arabidopsis. The peptide sequence exhibits remarkable conservation among
nematode species, including plant parasitic nematodes. Through comprehensive genetic analyses, we
have successfully identified a receptor-like kinase as the specific plant receptor for this peptide.

Although nematode-derived MAMPs and their recognition systems in plants had been unclear for a very

long time, this study shed light on the understanding of the molecular mechanism of nematode
recognition by plants.
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