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Identification, functional analysis and application of host plant factors
involved in susceptibility

Asai, Shuta

13,700,000

gene-for-gene

In the relationship between host plants and pathogens, there are genes on
the host side, so-called susceptibility genes, that are required for infection by pathogens.
Mutation or loss of a susceptibility gene can limit the ability of the pathogen to cause disease. In

this study, | obtained susceptibility gene candidates through forward genetic approach and
cell-specific transcriptome approach using Arabidopsis thaliana, a model plant. 1 am proceeding with
their functional analysis and aiming to apply them to crops.
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