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Development of eDNA methods for estimating intra-genetic variation of salmonid
and migratory fish species
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Salmonid fishes are highly valuable as fishery resources and play an

important ecological role in linking forests, rivers, and oceans through the food chain. However, it

is very difficult to comprehensively understand their ecology as they move over a wide area
throughout their life history. In this study, we applied environmental DNA technology, which can
efficiently estimate the distribution of organisms over a wide area, and developed it into a
technology that can analyze intraspecific variation, thereby realizing the estimation of the
distribution of aquatic organisms and their genetic diversity at the same time. As a result, we were
able to quantitatively evaluate the distribution of Sakhalin taimen and the impact of non-native
rainbow trout from DNA contained in river water. In addition, we were able to clearly distinguish
the phylogenetic relationship of chum salmon in northern Japan.
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