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Mechanism of intra-individual transduction via endogenous retroviruses
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Transposable elements (TES) in various genomes are both a driving force in
the evolution of the genome and a threat to the stability of the genome. Therefore, the host
appropriately regulates the expression of TEs. Interestingly, it has been reported that some ERV is
overexpressed in follicle cells and transmitted to germ cells as extracellular particles in
Drosophila mutants which does not have a regulatory mechanism for the expression of ERVs. Since some

endogenous retrovirus expression is also observed in normal Drosophila ovaries, it is assumed that
there is a mechanism for intercellular communication by ERVs through extracellular particles. This
study aims to understand how ERV particles form, propagate, and have physiological significance.
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