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Dissecting the co-translational modifications by quantitative proteomics
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By combining a pSNAP for nascent polypeptidome (Uchiyama & Imami* et al.,
iScience 2022) and the pulse SILAC method (Imami* et al., J. Biol. Chem. 2023) with biochemical
enrichment techniques for modified peptides, we were able to systematically identify
co-translational modifications such as phosphorylation, acetylation, and myristoylation. First, by
combining liquid-liquid extraction with an unconventional LC gradient, we established a technique to

global characterize N-myristoylation (Tsumagari & Imami* et al., Mol. Cell. Proteomics 2023).
Furthermore, we established a simple pipette tip-based method for N-terminal (acetylation)
enrichment (Morikawa et al., bioRxiv 2023, under revision). We found that phosphorylation and
acetylation of nascent proteins regulate the stability of these nascent proteins $unpublished). This

study will contribute to understanding the functional significance of these modifications of
nascent proteins.
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