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To investigate the molecular mechanism of systemic mRNA transport, we
grafted Arabidopsis thaliana and related species, and identified Arabidopsis mobile mRNAs. Using a
unique program, we extracted motifs present in mobile mRNAs from the sequence information of mobile
mRNAs obtained, and succeeded in extracting sequences found in 94% of the total. Tomatoes were also
analyzed by the same method, and similar sequences were found in tomato mobile mRNAs. When the
identified motif sequence was fused to the GUS reporter gene and its migratory behavior in plants
was examined, results suggesting the mobility of GUS mRNA were obtained. From the above, we
identified a cis-sequence involved in the transfer of mRNA conserved in plants.
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