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Elucidation of signal transduction pathways that regulate the biosynthesis of a
plant immune hormone salicylic acid

Tada, Yasuomi
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We selected cis-elements that are enriched on the promoters of 327 genes
that are commonly expressed in response to various stresses such as pathogenic bacteria, ozone, and
UV. Then, we identified three transcription factors (SBR1, 2, and 3) that recognize these
cis-elements. We confirmed that SBRs induce the expression of SA synthesis-related genes ICS1 and
PBS3. We generated dexamethasone (DEX)-inducible SBR plants (pDEX:SBR-GFP) and confirmed that the
expression of the transcription factors CBP60g and SARD1, responsible for SA synthesis as well as
ICS1 and PBS3. SA was significantly accumulated in leaves treated with DEX. RNA-seq analysis
demonstrated that SBRs induce the expression of defense-related genes and SA synthesis-related

genes. In addition, ChlP-seq analysis showed that SBR is distributed on the promoters of SA
synthesis-related genes.
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