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Development of a simultaneous analysis system for multispecies breeding regimes
with environmental DNA analysis
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The study was conducted to obtain information other than distribution, such
as reproduction of aquatic organisms, by analyzing nucleic acids in the environment including
environmental DNA (eDNA) and environmental RNA (eRNA). We found that it is possible to understand
the reproductive regimes of specific species by using nuclear and mitochondrial eDNA, that it is
possible to understand the reproductive regimes of multiple species simultaneously using
quantitative eDNA metabarcoding, and that i1t is potentially possible to understand the reproductive
regimes from environmental messenger RNA (emRNA) information. These results indicate that we can
obtain reproductive information, which is important for the conservation of rare and valuable
fishery species, by using environmental biomolecules, eDNA and eRNA.
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