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Who was "Emishi™?: Whole genome analysis reveals genetic transition of ancient
Tohoku people

Adachi, Noboru
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In FY2020, we conducted genetic analysis of Early Jomon human skeleton
excavated from the Higashimyo Site, Saga, and determined the entire mitochondrial genome and part of
the nuclear genome. In FY2021, we conducted genetic analysis of the Okhotsk Culture human skeleton

excavated from the Hamanaka 2 site on Rebun Island, and determined the entire genome sequence. In
FY2022, we analyzed the genome of a male chief human skeleton excavated from the Haizukayama burial
mound in Kitakata city. This is the first report on the genome of Kofun period human skeleton in the
Tohoku region.
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