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RNA splicing is the powerful mechanism for the diversification of biological
information and produces a huge number of RNA variants in mammal. While the higher complexity of

RNA splicing during evolution could cause a lot of processing errors, the mechanism underlying
quality control during the splicing process is not understood.

Importantly, we have recently uncovered an interesting mechanism that prevents prematuration of
pre-mRNAs in the nervous system: the RNA-binding protein SAM68 is one of its major machineries, and
we have shown that dysregulation of this mechanism can reflect abnormalities in developmental and
psychiatric disorders, primarily affecting the maintenance of synapse formation and function.
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