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Exploration of epigenetic factors that enable successional histone code changes
in early-induced genes.
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This study was initiated to build upon the applicant™s previous research,
aiming to identify candidate molecules for drugs that inhibit pathological angiogenesis involved in
the growth and progression of malignant solid tumors, without disrupting physiological angiogenesis.

Through multi-omics analysis of human endothelial cells stimulated with vascular endothelial growth
factor, KDM2B was identified as a potential target related to epigenome modification. Studies using
over-expression and knockdown experimental systems revealed that KDM2B negatively regulates
pathological angiogenesis. This research outcome, reported in an international journal, highlights
KDM2B as the first epigenomic factor to negatively regulate angiogenesis, marking it as a promising
candidate for future drug development.
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