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The role of SLFN11 gene that determines DNA damage sensitivity at the stalled
replication forks
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The SLFN11 gene is a member of the SLFN family, and its expression in cancer

cells has been correlated with cytotoxic activity and high sensitivity to many anticancer
chemotherapeutic agents and is a favorable prognostic factor for patients. However, the function and
mechanism of SLFN11 remain unclear. We found that the increased susceptibility to DNA damage caused
by SLFN11 expression is due to enhanced degradation of DNA replication forks, which in turn reduces
RAD51 accumulation, a fork protection factor. In addition, we investigated the function of each
domain structure of SLFN11 and other structurally similar SLFN family members. We propose a
candidate SLFN11 homologue in mice.
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