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Recently, Epstein-Barr virus (EBV) has been suggested to be associated with
tumorigenesis by deletion of specific sites in the viral genome. In this study, we re-sequenced more
than 10 EBV-associated diseases and 990 EBV-associated strains in a targeted capture method and
found that EBV genome deletions are highly prevalent in EBV-associated hematologic malignancies,
while they are infrequent in infectious mononucleosis, post-transplant lymphoproliferative diseases,
and epithelial malignancies. We generated mutant viruses knocking out the genes with high frequency

of deletion and elucidated the role of genomic deletions in vitro using cultured cells and in vivo
model using humanized mice.
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Induction of IMPDH2 and nucleolar hypertrophy are required for growth transformation of resting b cells by EBV.
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