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Identification and functional validation of novel therapeutic targets for
colorectal cancer using forward genetic approaches in mice
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To explore therapeutic targets for colorectal cancer, we performed in vivo
screening using SB transposons and CRISPR screening based on synthetic lethality. For the SB
screen, we identified several candidate genes that could be involved in inflammation-associated
colorectal cancer development, and functionally verified two of them. For CRISPR screening, we
partially modified the experimental method in order to efficiently identify target genes. We
finished preparing cell lines, introducing the CRISPR library and collecting genome.
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