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Development of novel diagnostic and therapeutic_approaches to cancer by
analyzing specific features of the immunoglobulin superfamily of molecules.

MURAKAMI, Yoshinori
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Immunoglobulin superfamily molecules (1gSF) were analyzed for their
interaction and potential activity in cancer diagnosis and treatment. Firstly, CADM1v8/9 is
specifically expressed in testis and small cell lung cancer (SCLC). Thus, antibodies against the
fragments of CADM1v8/9 and their glycosylated products were generated and ELISA systems to detect
the CADM1v8/9 in sera from SCLC patients was established with high specificity and sensitivity for
diagnosis of SCLC. Then, homophilic interaction of CADM1 in SCLC and endothelial cells was
demonstrated to be important for its liver metastasis in mice. Moreover, Based on a comprehensive
analysis of molecular interactions between approximately 400 molecules of IgSF, VSIG4 and SIGLEC7
were identified as novel candidates for immune checkpoint molecules. Inhibition of the interaction
by antibodies against VSIG4 or SIGLEC7 then enhanced the cytotoxic activity of NK cells in vitro.
Based on this finding, a patent was filed in 2024.
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