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In_our previous work, we have originally found that gene X, whose name is
not disclosed here due to intellectual property reasons, and Gfra2 gene can identify “ an
intermediate state” between cardiac mesoderm and cardiac progenitor cells (CPCs). Based on this
original knowledge, we aimed to better understand the molecular mechanism underlying the
establishment of CPCs’ identity, which remains still largely unknown. We elucidated comprehensively

the signals, cell-cell interactions and differentiation pathways from cardiac mesoderm to CPCs via
an intermediate state, with single cell study and enhancer analysis for gene X. Then, we found: (1)
CPCs’ identity is robustly induced, likely by some specific signals, (2) chromatin remodeling is
unlikely primary for this process, and (3) approximately 300 bp of genomic region of gene X locus is
sufficient and essential for the expression among cardiac cells. Based on this novel knowledge, we
will further explore what induces CPCs’ identity.
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