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Small cell lung cancer (SCLC) often expresses cell-lineage transcription
factor ASCL1, which shows various biological activities and chemosensitivity of this recalcitrant
cancer. We supposed ROR2 as a candidate ASCL1-related signal molecule. ROR2 is expressed in
ASCL1-dependent manner and/or in active Notch signaling condition, induces intratumor heterogeneity,

and forms a cluster with high cell proliferation activity, which could be suppoted byAurora
kinases. Furthermore, through single cell RNA sequence analysis, we found various transcription
factors such SOX1 and NFACT2 during transdifferentiation from club cells to neuroendocrine cells in
fetal lungs. Studies on ASCL-related molecules should contribute to further advances in the control
of SCLC.
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