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Molecular Mechanism of beta cell failure due to autophagic failure
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We have reported that autophagy failure is an important determinant of islet
dysfunction and have elucidated the pathogenesis of autophagy failure in type 2 diabetes. In the
process, we have identified an autophagy failure—induced gene (AFIG)1 that may be involved in the
compensatory mechanism for pancreatic [3 -cell failure due to autophagy failure and a candidate

factor for intracellular autophagy flux regulator (AFR)1 (AFR)1, a candidate regulator of
intracellular autophagy flux. In this application, we have elucidated the functions of AFIGLl in

gancreatic B -cell homeostasis and AFR1 in autophagy, but could not confirm the importance of these
actors.
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