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Integrated analysis of genetic polymorphisms, lifestyle and plasma metabolomics
for breast cancer morbidity risk reduction

Ishida, Takanori
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Metabolomics analysis was performed by extracting metabolites from plasma
samples of 616 patients with early-stage %reast cancer and identifying and quantifying metabolites
by mass spectrometry using the MxP Quant 500 kit and a high-sensitivity instrument capable of
analysing up to 630 metabolites. The analysis took into account clinical data in the case groups.
Among the cohort study participants of the Tohoku Medical Megabank Project, the subjects whose
metabolomes were analysed using the MxP Quant 500 kit and high-sensitivity instrument were used as a
control group, and metabolites that were specifically altered in the case group were examined.
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