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Identification of susceptibility genes for ossification of the posterior
longitudinal ligament of the spine
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We _have previously performed a genome-wide association study (GWAS) of
ossification of the posterior longitudinal ligament of the spine (OPLL) and identified 14 genomic
regions associated with the pathogenesis of OPLL. In this study, we identified CCDC91, a gene
involved in the pathogenesis of OPLL, from one of the regions determined by GWAS. We then showed
that the tissue-specific transcript of CCDC91 acts as a non-coding RNA in the ligament and binds to
a microRNA called MIR890, which regulates genes related to bone formation.
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