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De novo DNA ES/iPS

Verification of the effect of De novo DNA methylation elimination on early
embryogenesis of human ES/iPS cells.
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Human pluripotent stem cells (hPSCsB are in vitro products capable of
differentiating into almost all the cells that make up the body. however, genome wide DNA
?ethﬁlatign status of hPSCs are different compared to those of human preimplantation embryos
epiblast).
In this study, we asked how blocking of de novo DNA methyltransfereases activity in hPSCs affects
transcriptome and epigenomic status. The deep sequencing analysis revealed that the effect of
transcriptomic status in de novo DNA methyltransfereases deletion greatly depends on genetic
background. Interestingly, we found that female cell specific abnormality, erosion of X-chromosome
dosage compensation, is_prevented by the mutations. Thus, our findings indicate that de novo DNA
methyltransfereases activity is one of the drivers responsible for in vitro specific abnormality in
hPSCs.
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