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We attempted to develop a more efficient DNA analysis method for samples
such as bloodstains left at crime scenes. First, we examined the detection thresholds (AT and ST
values) of a DNA testing system (GlobalFiler), which has recently been introduced into forensic
practice in Japan. Then, we significantly improved the mixed sample analysis software (Kongoh) with
developer validation. We also developed a discrimination method between semen and blood or saliva
using the different methylation rates of exons of the gene (dishevelled binding antagonist of beta
catenin 1, DACT1) in different body fluids. The amount of semen-derived DNA could be estimated in
mixed samples of different body fluids. In addition, deamination of cytosine with age was observed
in the aged samples of blood and saliva by the Sanger sequencing method.
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