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Innovation of a novel DN medication by targeting ChREBP

Sugawara, Akira

7,700,000
HTS ChREBP D-532 DN
CRISPR-Cas9 ChREBP KO DM
KO DN D-532 ChREBP
Chip D-532 ChREBP
ChREBP DN D-532 ChREBP
ChREBP DN D-532 ChREBP
D-532 DN DN

DN

We have identified a novel ChREBP inhibitor D-532 which can ameliorate the
progression of diabetic nephropathy (DN) in DN model mice. 1 the present study, we have demonstrated
the involvement of ChREBP in the progression of DN by generating ChREBP KO mice by CRISPR-Cas9
system. We have also demonstrated the direct interaction of D-532 and ChREBP. Additionally, D-532
was shown to inhibit the ChREBP binding to its target gene ny ChIP assay. Therefore, D-532 may be a

novel therapeutic against DM.
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