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Wastewater monitoring for hepatitis A and E viruses and drugs without approval
or authorization and their risk assessment
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An efficient method for the recovery of nucleic acids from viruses in
wastewater samples has been developed in this study. The developed method presented a higher
detection rate for severe acute respiratory syndrome coronavirus 2 (SARS-CoV-2) RNA in wastewater
samples collected in a wastewater treatment plant in Japan compared to the conventional polyethylene

glycol precipitation method. Target screening methods of 242 compounds (197 pesticides, 40
pharmaceuticals, 5 industrial chemicals) involving pharmaceutical ingredients whose detection in
unapproved and unlicensed drugs were reported using liquid chromatography with high resolution mass
spectrometry were newly developed. The pharmaceutical ingredients were not detected from 16
wastewater samples, but 33 compounds were detected from at least one sample at > 20 ng/L.
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