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Exploring new functions of N20-reducing bacteria by a novel culturing method and
stable 1sotope probing: N20 mitigation and production of valuables
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This study aimed at unraveling the physiological traits of efficient
nitrous-oxide (N20)-reducing bacteria and exploring the potential of bacteria able to synthesize
value-added products by metagenomic analysis. Applying the 15N tracer approach and
micro-respirometric assay allowed environmental conditions to fully harness clade Il nosz
N20-reducing bacteria for effective N20 mitigation. The bacteria showed high N20 affinity, whereas
having a low availability of organic carbon species. Furthermore, microbial community and activity
analyses of samples from an energy-saving nitrogen-removing reactor, a landfill treatment site, and
rice paddies allowed the selection of efficient N20-reducing bacteria potentially capable of
synthesizing value-added production.
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