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Why do certain regions and populations differ in transmission of the same
species of human and non-human primate malaria parasites?
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The spread of COVID-19 and the situation in the partner countries restricted
travel and survey activities for many periods, making field surveys impossible. As a result,
surveys were conducted and analyzed to the extent possible, albeit incompletely. Analysis of the
infection situation was conducted in the Ranau district of Sabah, Malaysia, where the survey was
conducted. The Ranau district is located inland at an altitude of 1,000 m and has a population of
approximately 100,000, most of whom are farmers. Interviews and sample analysis were conducted. (1)
According to the health center, the number of people infected with monkey malaria is increasing
every year. (2) Most of the infected patients were adult male farmers. (3) Based on patients”
testimonies, forested areas were suspected to be infected areas. (4) Although there were no human
malaria cases and only non-human primate malaria cases, we decided to continue the investigation.
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. Characteristics of the study patients
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