©
2020 2022

DNA

DNA methylome analysis of chicken primordial germ cells for epigenetic breeding
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In this study, we aimed to develop new probes to detect environmental stress
(DNA damage) to analyze the epigenetic status of chicken primordial germ cells (PGCs) by
fluorescence imaging.

We designed BiFC (Bimolecular fluorescence complementation) probes utilizing repair factor RAP80 and
post-translational modification factor SUMO and analyzed to detect DNA damage foci. The BiFC probe
signal showed high localization with the DNA damage marker y H2AX, successfully detecting DNA repair
foci. If we could label the BiFC signal sites with this probe, it is expected to identify genomic
regions that are more susceptible to environmental changes, leading to the identification of

epigenomic regions that are useful for breeding.
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