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Elucidation of the bottlenecks in the yeast protein secretion process using the
novel gene-overexpression library
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The process of the yeast protein secretion has been studied so far, however
the detailed picture does not become clear. In this study, a general study was performed by
exploration and comparison of secretion factors which were found from the screening of originally
developed gene-overexpression library for antibody-producing yeast strains (Komagataella phaffi). In
the secretion factors obtained from the screening, although there were some factors which increased
protein productivity around 2 times, the bottlenecked factor to increase dramatically could not
find. The accumulations of the secretion factors in one yeast strain were effective strategy for
improving antibody productivity. Thus, it was suggested that some rate-limiting steps would exist in
various process of the yeast protein secretion.
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