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Cultivation and molecular biological analysis of copper reducing bacteria as for
a copper recycling from low-grade metal ore

Hosoda, Akifumi
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Anaerobic copper-ion reducing microcosms were constructed from river
sediment or marine sludge. Next generation sequencing analyses revealed that dominant microbes were
Pseudomonadaceae, Alteromonadaceae, Rhodocylaseae and Shewanellaceae. Considering that some
bacterial strains which could reduce metals were affiliated with these bacterial families, it was
revealed that these bacteria had resistance to copper and reduction of copper-ion under anaerobic
condition in the microcosms. However, this research project still has some problems in the
difficulty of stable subculturing and constructing of microcosms that could reduce copper-ion up to
a practical copper recycling concentration.
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