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aburing the project period, the representative investigator established a
novel, highly efficient analytical method for HLA antigen identification using mass spectrometry.
Comparative analysis of a small amount of clinical colorectal cancer tissue specimens using this
method successfully identified a neoantigen that carries cancer driver mutation. This driver
mutation-carrying neoantigen was thought to have a potential to become versatile and useful antigen
in cancer immunotherapy. In addition, the representative investigator also obtained new insights on
the characteristics of tumor-specific antigen processing from the comparative analysis of clinical
samples. Based on the results of clinical specimens, the representative investigator further
analyzed cancer cell lines and succeeded in identifying two more neoantigens that carry same driver
mutation as clinical specimens.
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