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Molecular basis for elucidating the mechanism of carbohydrate metabolism in
higher fungi to reduce energy consumption

Chiku, Kazuhiro

3,300,000

11

Mushrooms are higher fungi belonging to the Bhylum Basidiomycota and

Ascomycota, and as decomposers of forests, they are one of the microbial species that contribute
greatly to maintaining the carbon cycle system in the ecosystem. In this study, we constructed a
host-vector system using mushrooms as a molecular basis to elucidate a novel metabolic mechanism

that enables the reduction of energy consumption in higher fungi. Whole genome analyses of 11 edible
mushroom strains were conducted, and the sugar-related enzyme genes contained within the mushrooms

were estimated. Based on the information obtained, we constructed a gene expression system using the
genus Tremella as a host.
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Mbp Mbp
Morchella esculenta ND* 63.6 22,236
Flammulina velutipes 35.64 34.9 12,726
Agaricus bisporus 30.23 28.7 8,670
Pleurotus salmoneostramineus 39.19 49.4 16,942
Pholiota nameko ND* 36.2 12,398
Pholiota adiposa 54.83 53.7 16,721
Lyophyllum shimeji 52.43 59.2 19,872
Hericium erinaceum 39.68 52.2 18,253
Lentinula edodes 45.59 49.8 14,984
Tremella fuciformis 22.43 22.3 8,925
Tremella yokohamensis ND* 20.9 8,355

*ND: No data published.
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