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The object of this study was to clarify the acid resistance mechanism of
Campylobacters, which cause foodborne illnesses. Although Campylobacters are known to be susceptible
to environmental stress, the increasing number of food poisoning worldwide suggests an unknown
mechanism of stress tolerance in this pathogen. We constructed a collection of deletion mutants of
the two-component signal transduction system (TCS) in Campylobacter jejuni. After measuring the
susceptibility of these mutants against osmolarity, acid and desiccation stress, we found that a
number of TCSs were involved in stress tolerance. Among the TCSs involved in stress tolerance, the
RacS/RacR system was involved in acid, desiccation and oxidative stresses, proposing this system as
a multi-stress responding TCS. Further studies are planned to clarify the mechanism of stress
tolerance evoked by RacS/RacR.
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