©
2020 2023

Approaches to transcription factor research in industrial microorganisms at
molecular level.

Hidaka, Masafumi
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The molecular mechanisms that regulate the expression of microbial enzymes
are often a black box, and this is one of the factors that hinder the application of microorganisms.
In this study, we aimed at functional and structural analysis of FIbC, a transcription factor of

Aspergillus oryzae, and first constructed an expression system using E. coli. We succeeded in
obtaining 12 milligrams of protein per liter of E. coli culture. Crystallization was attempted, and
crystals were obtained, but the quality of the crystals was found to be insufficient for analysis.
On the other hand, since purified FIbC was obtained, in vitro analysis could proceed. Gel-shift
electrophoresis analysis confirmed that FIbC has the ability to bind to specific DNA sequences.
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[1] Suzuki et al., Appl. Microbiol. Biotechnol., 99(4) 1805-1815 (2015)
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